
A	  
18S	  rRNA	  
	  
	  
	  
	  
	  
SNORD14	  

28S	  rRNA	  
	  
	  
	  
	  
	  
SNORD95	  

Group 15140 18S rRNA (C462) SNORD14 (aka U14)
Group 57159 SNORD95 (aka U95) 28S rRNA (C2811)
Group 62834 SNORD10 (mgU6-77) U6 snRNA (C77)
Group 62528 & 62534, U13 and 18S. 

                  18S rRNA (C462)                       SNORD14 (aka U14)
                      *
..................((((((((((((((.........................)))))))))))))).................

---------------ACCACATCCAAGGAAGGCAGC-------------TGGCAACACCTTCCTTGGATGTCTGAGAAACGGCT----
------------------ACATCCAAGGAAGGCAGCAGGTGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCCGG--------
-------------------CATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCCAGTTCTTCCTTGGATGT-----------------
--------------TACCACATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCG----------
------------------ACATCCAAGGAAGGCAGCAGGCGCG---TGTTGGGTAAACCTTCCTTGGATGTCTGA-------------
------------------ACATCCAAGGAAGGCAGCAG----------TTGGCCAGTTCTTCCTTGGATGT-----------------
------------------ACATCCAAGGAAGGCAGCA------------TGGCAACACCTTCCTTGGATGT-----------------
TCACAATGAACGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTGAC--------
---------TCGGCTACCACATCCAAGGAAGGCCAG--------------------TTCTTCCTTGGATGTCT---------------
------------------ACATCCAAGGAAGGCAGT------------------------TCCTTGGATGTCTGAGCACGGCCGGT--
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---------------ACCACATCCAAGGAAGG----------------------------CACTTGGATGTCTGAGTG--AT------

                SNORD95 (aka U95)                28S rRNA (C2811)
                                                       *
..................(((((((((((.......................)))))))))))...................

--TTGGGCGGTGATGACCCCAACATGCCATCTGAGTGTCGGTGAACAGCCTCTGGCATGTTGGA------------------
GTCGGCAAGCCGGTGACCCCAACATGCCATCTGA-----------CAGCCTCTGGCATGTTGGAACAA--------------
-TATAC--TTACCTGACCCCAACATGCCATCA---------------GCCTCTGGCATGTTGGAACAATGTAGGT-------
----------TGATGACCCCAACATGCCATCTGAGTG----TCGGTAGCCTCTGGCATGTTGG-------------------
----------TTGGAACCCCAACATTCCATCTA--------GC------CTCTGGCATGTTGGAACAATGTAGGTAAGGGGG
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGG---
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGG--
---AGG--GGTGATGACCTCAACATGCCATCTG--------TGAACAGCCTCTGGCATGTTGGAACAA--------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGT-------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAAC----------------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGGA-
------------ATGACCCCAACATGCCATCTG--------C----C---TCTGGCATGTTGGAACAATGTAG---------

                SNORD10 (mgU6-77)                                     U6 snRNA (C77)
                                                                           *
..................((((((((((...........................................)))))))))).....................

-----GTGATGGAGCCCATGCGTGTCATCTGAGCCGC------------------------------AAGGATGACACGCAA--AGATCGGAAGAGCGGT--
-----------------ATGCGTGTCATCTGAGCCTCTGGCCC-------------------TGCGCAAGGATGACACGCAAATAGATCGGAAGAGCGG---
---------------CCATGCGTGCCATCTGAGCC--------------------------------AAGGATGACACGCAAATTCG---------------
----------------------TGTCATCTGAGCCTCTGGCTTCCC---TTAGCATGGCCTTTGCGCAAGGATGACA-------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGA------T---------GGTTCCTGCGCAAGGATGACACGCAAAACC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTTCCCT---------GGCCCCTGCGCAAGGATGACACGCA---------------------
----------------------TGTCATCTGAGCCTCTGGTAG-CAT---------GGCCCCTGCGCAAGGATGACA-------------------------
--------------------CGTGTCATCTGAGCCTCTGGCTTCCCTGCTAGC-ATGGCCCCTGCGTAAGGATGACACG-----------------------
-----------------------GTCATCTGAGCCTCTGGCTTCCCTGCTTAGCATGGCCCCTGCGCAAGGATGACA-------------------------
GCTCTGTGATGGAGCCCATGCGTGTCATCTGAGCCTC------------------TGGCCCCTGCGCAAGGATGACACGC----------------------
--------ATGGAGTCCATGCGTGTCATCTCGATACAGAGAAG-----TTAGC-ATGGCCCCTGCGCATACTAA----------------------------
-------------------GCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-CAGGCCCCTGCGCAAGGATGACACGCA---------------------
------------------TG------CTCTGTG---ATGGAGC-----CATGCGATGGCCCCTGCGCAAGGATGACA-------------------------
----------------------TGTCATCTGAGCCTCTGGTT--------AGC-ATGGCCCCTGTGCAAGGATGACACGCAAATTC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACAC------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-- --CC----ATGGCCCCTGCGCAAGGATGACACGAA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGG---------------TGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGATT-----GC----ATGGCCCCTGCGCAAGGATGACA-------------------------

   
 U13 snoRNA region 1                                     U13 snoRNA region 2   18S rRNA region 2      18S rRNA region 1
..(((((((((((((((((........................................(((((((((((((((......)))))))))))))))......)))))).)))))))))))..

                           -------------GGAGCCATGTGCCACCCTTGAACCTTGTTACGACGTGGGAGTCGTAACAAGGTTTCC------------------------
                           ------------------------------TTGAACCTTGTTACGACA----AGTCGTAACAAGGTTTCC------------------------
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATCA
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATC-
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGA----------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------

--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAATT--------------------------
--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAAT---------------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------T---GCGTAACAAGGTTTCCGTAGGTGAACTTGCGGA--------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
----------GTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACTTGCGGAAGGATC--------------
-----------TAGTTCATGAGCGTGA--------------------------------------------------T-----------------GCGTAGGTGAACTTGCGGAAGGTTTC-------------
-----TTTTTGTAGTTCATGAGCGT----------------------------------------------------------------------------GTGAACCTGCGGAAGGATC--------------
------TTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATCATTAAG--------
-----CTTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCATGAT-----------------------------------------------------------------------------AGGTGAACTTGCGGAAGGATCAT------------
CGATCCTTTTGTAGTTCATGAG-----------------------------------------------------------------------------AGGTGAATCTGCGGAAGGATC--------------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACTTGCGGAAGGATCATTAAC--------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACCTGCGGAAGGATC--------------
---TCC--TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGATTGGGTGTTCATCCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------T---------GATTTCCGTAGGTGAACCTGCG----------------------
---TCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGAAGATCGGAAGAGCGGT
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
AGATCCTTTTGTAGTTCAT------G----------------------------------------------------------------AGCGTCCGTAGGTGAACTTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCAT------G----------------------------------------------------------------GGTTTCCGTAGGTGAACTTGC-----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGATT--GGGTGTTCACGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----AAAGGTTTCCGTAGGTGAACTTGCGAGGGAA----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------T----------GTTTCCGTAGGTGAACCTGCGGAAGG-----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----CAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
GGATCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------GTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGA--------------------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TAA-CA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
---------------TCATGAGCGTGA-----------------------------------------------------TGA-TTGGGTGGTTTCCGTAGGTGAACCTGCG----------------------
-------TTTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TG-TTTCCGTAGGTGAACCTGCA----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TGGTTTTCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------TGA---------TTTCCGTAGGTGAACCTGCGGAAGGATCA-------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-----AAGGTTTCCGTAGGTGAACTTGCGAGGGA-----------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TT---------GGGTAGGTGAACTTGCGGAAGGATCATTAA---------
--------TTGTAGTTCATGAGCGTGA---------------------------------------------------------------GGTTTCCGTAGGTGAACCTGCGGA--------------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TTC-AAGGTTTCCGTAGGTGAACTTGCGGAA-------------------
---TCCTTTTGTAGTTCATG----A----------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGG-----------------
--------TTGTAGTTCATGAGCGT----------------------------------------------------GAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
--ATCCTTTTGTAGTTCATGGTAA------------------------------------------------------AAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGAT---------------
--TTCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGATGATTGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
---TTCCTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA----------
--ATCCTTTTGTAGTTCATGT----------------------------------------------------------------AACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
-GATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTG----------------------------------------------------------TAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGATA--------------
--------TTGTAGTTCATGAGCGTGGTA------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGAT---------------
-----------TAGTTCATGAGCGTGATGA-----------------------------------------------TTAGTCGTAACAAGGTTTCCGTAGGTGAACCTGTGGAAGGATC--------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCG----------------------

Group 15140 18S rRNA (C462) SNORD14 (aka U14)
Group 57159 SNORD95 (aka U95) 28S rRNA (C2811)
Group 62834 SNORD10 (mgU6-77) U6 snRNA (C77)
Group 62528 & 62534, U13 and 18S. 

                  18S rRNA (C462)                       SNORD14 (aka U14)
                      *
..................((((((((((((((.........................)))))))))))))).................

---------------ACCACATCCAAGGAAGGCAGC-------------TGGCAACACCTTCCTTGGATGTCTGAGAAACGGCT----
------------------ACATCCAAGGAAGGCAGCAGGTGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCCGG--------
-------------------CATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCCAGTTCTTCCTTGGATGT-----------------
--------------TACCACATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCG----------
------------------ACATCCAAGGAAGGCAGCAGGCGCG---TGTTGGGTAAACCTTCCTTGGATGTCTGA-------------
------------------ACATCCAAGGAAGGCAGCAG----------TTGGCCAGTTCTTCCTTGGATGT-----------------
------------------ACATCCAAGGAAGGCAGCA------------TGGCAACACCTTCCTTGGATGT-----------------
TCACAATGAACGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTGAC--------
---------TCGGCTACCACATCCAAGGAAGGCCAG--------------------TTCTTCCTTGGATGTCT---------------
------------------ACATCCAAGGAAGGCAGT------------------------TCCTTGGATGTCTGAGCACGGCCGGT--
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---------------ACCACATCCAAGGAAGG----------------------------CACTTGGATGTCTGAGTG--AT------

                SNORD95 (aka U95)                28S rRNA (C2811)
                                                       *
..................(((((((((((.......................)))))))))))...................

--TTGGGCGGTGATGACCCCAACATGCCATCTGAGTGTCGGTGAACAGCCTCTGGCATGTTGGA------------------
GTCGGCAAGCCGGTGACCCCAACATGCCATCTGA-----------CAGCCTCTGGCATGTTGGAACAA--------------
-TATAC--TTACCTGACCCCAACATGCCATCA---------------GCCTCTGGCATGTTGGAACAATGTAGGT-------
----------TGATGACCCCAACATGCCATCTGAGTG----TCGGTAGCCTCTGGCATGTTGG-------------------
----------TTGGAACCCCAACATTCCATCTA--------GC------CTCTGGCATGTTGGAACAATGTAGGTAAGGGGG
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGG---
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGG--
---AGG--GGTGATGACCTCAACATGCCATCTG--------TGAACAGCCTCTGGCATGTTGGAACAA--------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGT-------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAAC----------------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGGA-
------------ATGACCCCAACATGCCATCTG--------C----C---TCTGGCATGTTGGAACAATGTAG---------

                SNORD10 (mgU6-77)                                     U6 snRNA (C77)
                                                                           *
..................((((((((((...........................................)))))))))).....................

-----GTGATGGAGCCCATGCGTGTCATCTGAGCCGC------------------------------AAGGATGACACGCAA--AGATCGGAAGAGCGGT--
-----------------ATGCGTGTCATCTGAGCCTCTGGCCC-------------------TGCGCAAGGATGACACGCAAATAGATCGGAAGAGCGG---
---------------CCATGCGTGCCATCTGAGCC--------------------------------AAGGATGACACGCAAATTCG---------------
----------------------TGTCATCTGAGCCTCTGGCTTCCC---TTAGCATGGCCTTTGCGCAAGGATGACA-------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGA------T---------GGTTCCTGCGCAAGGATGACACGCAAAACC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTTCCCT---------GGCCCCTGCGCAAGGATGACACGCA---------------------
----------------------TGTCATCTGAGCCTCTGGTAG-CAT---------GGCCCCTGCGCAAGGATGACA-------------------------
--------------------CGTGTCATCTGAGCCTCTGGCTTCCCTGCTAGC-ATGGCCCCTGCGTAAGGATGACACG-----------------------
-----------------------GTCATCTGAGCCTCTGGCTTCCCTGCTTAGCATGGCCCCTGCGCAAGGATGACA-------------------------
GCTCTGTGATGGAGCCCATGCGTGTCATCTGAGCCTC------------------TGGCCCCTGCGCAAGGATGACACGC----------------------
--------ATGGAGTCCATGCGTGTCATCTCGATACAGAGAAG-----TTAGC-ATGGCCCCTGCGCATACTAA----------------------------
-------------------GCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-CAGGCCCCTGCGCAAGGATGACACGCA---------------------
------------------TG------CTCTGTG---ATGGAGC-----CATGCGATGGCCCCTGCGCAAGGATGACA-------------------------
----------------------TGTCATCTGAGCCTCTGGTT--------AGC-ATGGCCCCTGTGCAAGGATGACACGCAAATTC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACAC------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-- --CC----ATGGCCCCTGCGCAAGGATGACACGAA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGG---------------TGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGATT-----GC----ATGGCCCCTGCGCAAGGATGACA-------------------------

   
 U13 snoRNA region 1                                     U13 snoRNA region 2   18S rRNA region 2      18S rRNA region 1
..(((((((((((((((((........................................(((((((((((((((......)))))))))))))))......)))))).)))))))))))..

                           -------------GGAGCCATGTGCCACCCTTGAACCTTGTTACGACGTGGGAGTCGTAACAAGGTTTCC------------------------
                           ------------------------------TTGAACCTTGTTACGACA----AGTCGTAACAAGGTTTCC------------------------
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATCA
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATC-
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGA----------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------

--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAATT--------------------------
--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAAT---------------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------T---GCGTAACAAGGTTTCCGTAGGTGAACTTGCGGA--------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
----------GTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACTTGCGGAAGGATC--------------
-----------TAGTTCATGAGCGTGA--------------------------------------------------T-----------------GCGTAGGTGAACTTGCGGAAGGTTTC-------------
-----TTTTTGTAGTTCATGAGCGT----------------------------------------------------------------------------GTGAACCTGCGGAAGGATC--------------
------TTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATCATTAAG--------
-----CTTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCATGAT-----------------------------------------------------------------------------AGGTGAACTTGCGGAAGGATCAT------------
CGATCCTTTTGTAGTTCATGAG-----------------------------------------------------------------------------AGGTGAATCTGCGGAAGGATC--------------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACTTGCGGAAGGATCATTAAC--------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACCTGCGGAAGGATC--------------
---TCC--TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGATTGGGTGTTCATCCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------T---------GATTTCCGTAGGTGAACCTGCG----------------------
---TCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGAAGATCGGAAGAGCGGT
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
AGATCCTTTTGTAGTTCAT------G----------------------------------------------------------------AGCGTCCGTAGGTGAACTTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCAT------G----------------------------------------------------------------GGTTTCCGTAGGTGAACTTGC-----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGATT--GGGTGTTCACGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----AAAGGTTTCCGTAGGTGAACTTGCGAGGGAA----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------T----------GTTTCCGTAGGTGAACCTGCGGAAGG-----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----CAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
GGATCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------GTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGA--------------------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TAA-CA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
---------------TCATGAGCGTGA-----------------------------------------------------TGA-TTGGGTGGTTTCCGTAGGTGAACCTGCG----------------------
-------TTTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TG-TTTCCGTAGGTGAACCTGCA----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TGGTTTTCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------TGA---------TTTCCGTAGGTGAACCTGCGGAAGGATCA-------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-----AAGGTTTCCGTAGGTGAACTTGCGAGGGA-----------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TT---------GGGTAGGTGAACTTGCGGAAGGATCATTAA---------
--------TTGTAGTTCATGAGCGTGA---------------------------------------------------------------GGTTTCCGTAGGTGAACCTGCGGA--------------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TTC-AAGGTTTCCGTAGGTGAACTTGCGGAA-------------------
---TCCTTTTGTAGTTCATG----A----------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGG-----------------
--------TTGTAGTTCATGAGCGT----------------------------------------------------GAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
--ATCCTTTTGTAGTTCATGGTAA------------------------------------------------------AAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGAT---------------
--TTCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGATGATTGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
---TTCCTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA----------
--ATCCTTTTGTAGTTCATGT----------------------------------------------------------------AACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
-GATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTG----------------------------------------------------------TAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGATA--------------
--------TTGTAGTTCATGAGCGTGGTA------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGAT---------------
-----------TAGTTCATGAGCGTGATGA-----------------------------------------------TTAGTCGTAACAAGGTTTCCGTAGGTGAACCTGTGGAAGGATC--------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCG----------------------

U6	  snRNA	  
	  
	  
	  
	  
	  
SNORD10	  

Group 15140 18S rRNA (C462) SNORD14 (aka U14)
Group 57159 SNORD95 (aka U95) 28S rRNA (C2811)
Group 62834 SNORD10 (mgU6-77) U6 snRNA (C77)
Group 62528 & 62534, U13 and 18S. 

                  18S rRNA (C462)                       SNORD14 (aka U14)
                      *
..................((((((((((((((.........................)))))))))))))).................

---------------ACCACATCCAAGGAAGGCAGC-------------TGGCAACACCTTCCTTGGATGTCTGAGAAACGGCT----
------------------ACATCCAAGGAAGGCAGCAGGTGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCCGG--------
-------------------CATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCCAGTTCTTCCTTGGATGT-----------------
--------------TACCACATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCG----------
------------------ACATCCAAGGAAGGCAGCAGGCGCG---TGTTGGGTAAACCTTCCTTGGATGTCTGA-------------
------------------ACATCCAAGGAAGGCAGCAG----------TTGGCCAGTTCTTCCTTGGATGT-----------------
------------------ACATCCAAGGAAGGCAGCA------------TGGCAACACCTTCCTTGGATGT-----------------
TCACAATGAACGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTGAC--------
---------TCGGCTACCACATCCAAGGAAGGCCAG--------------------TTCTTCCTTGGATGTCT---------------
------------------ACATCCAAGGAAGGCAGT------------------------TCCTTGGATGTCTGAGCACGGCCGGT--
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---------------ACCACATCCAAGGAAGG----------------------------CACTTGGATGTCTGAGTG--AT------

                SNORD95 (aka U95)                28S rRNA (C2811)
                                                       *
..................(((((((((((.......................)))))))))))...................

--TTGGGCGGTGATGACCCCAACATGCCATCTGAGTGTCGGTGAACAGCCTCTGGCATGTTGGA------------------
GTCGGCAAGCCGGTGACCCCAACATGCCATCTGA-----------CAGCCTCTGGCATGTTGGAACAA--------------
-TATAC--TTACCTGACCCCAACATGCCATCA---------------GCCTCTGGCATGTTGGAACAATGTAGGT-------
----------TGATGACCCCAACATGCCATCTGAGTG----TCGGTAGCCTCTGGCATGTTGG-------------------
----------TTGGAACCCCAACATTCCATCTA--------GC------CTCTGGCATGTTGGAACAATGTAGGTAAGGGGG
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGG---
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGG--
---AGG--GGTGATGACCTCAACATGCCATCTG--------TGAACAGCCTCTGGCATGTTGGAACAA--------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGT-------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAAC----------------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGGA-
------------ATGACCCCAACATGCCATCTG--------C----C---TCTGGCATGTTGGAACAATGTAG---------

                SNORD10 (mgU6-77)                                     U6 snRNA (C77)
                                                                           *
..................((((((((((...........................................)))))))))).....................

-----GTGATGGAGCCCATGCGTGTCATCTGAGCCGC------------------------------AAGGATGACACGCAA--AGATCGGAAGAGCGGT--
-----------------ATGCGTGTCATCTGAGCCTCTGGCCC-------------------TGCGCAAGGATGACACGCAAATAGATCGGAAGAGCGG---
---------------CCATGCGTGCCATCTGAGCC--------------------------------AAGGATGACACGCAAATTCG---------------
----------------------TGTCATCTGAGCCTCTGGCTTCCC---TTAGCATGGCCTTTGCGCAAGGATGACA-------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGA------T---------GGTTCCTGCGCAAGGATGACACGCAAAACC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTTCCCT---------GGCCCCTGCGCAAGGATGACACGCA---------------------
----------------------TGTCATCTGAGCCTCTGGTAG-CAT---------GGCCCCTGCGCAAGGATGACA-------------------------
--------------------CGTGTCATCTGAGCCTCTGGCTTCCCTGCTAGC-ATGGCCCCTGCGTAAGGATGACACG-----------------------
-----------------------GTCATCTGAGCCTCTGGCTTCCCTGCTTAGCATGGCCCCTGCGCAAGGATGACA-------------------------
GCTCTGTGATGGAGCCCATGCGTGTCATCTGAGCCTC------------------TGGCCCCTGCGCAAGGATGACACGC----------------------
--------ATGGAGTCCATGCGTGTCATCTCGATACAGAGAAG-----TTAGC-ATGGCCCCTGCGCATACTAA----------------------------
-------------------GCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-CAGGCCCCTGCGCAAGGATGACACGCA---------------------
------------------TG------CTCTGTG---ATGGAGC-----CATGCGATGGCCCCTGCGCAAGGATGACA-------------------------
----------------------TGTCATCTGAGCCTCTGGTT--------AGC-ATGGCCCCTGTGCAAGGATGACACGCAAATTC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACAC------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-- --CC----ATGGCCCCTGCGCAAGGATGACACGAA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGG---------------TGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGATT-----GC----ATGGCCCCTGCGCAAGGATGACA-------------------------

   
 U13 snoRNA region 1                                     U13 snoRNA region 2   18S rRNA region 2      18S rRNA region 1
..(((((((((((((((((........................................(((((((((((((((......)))))))))))))))......)))))).)))))))))))..

                           -------------GGAGCCATGTGCCACCCTTGAACCTTGTTACGACGTGGGAGTCGTAACAAGGTTTCC------------------------
                           ------------------------------TTGAACCTTGTTACGACA----AGTCGTAACAAGGTTTCC------------------------
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATCA
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATC-
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGA----------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------

--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAATT--------------------------
--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAAT---------------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------T---GCGTAACAAGGTTTCCGTAGGTGAACTTGCGGA--------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
----------GTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACTTGCGGAAGGATC--------------
-----------TAGTTCATGAGCGTGA--------------------------------------------------T-----------------GCGTAGGTGAACTTGCGGAAGGTTTC-------------
-----TTTTTGTAGTTCATGAGCGT----------------------------------------------------------------------------GTGAACCTGCGGAAGGATC--------------
------TTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATCATTAAG--------
-----CTTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCATGAT-----------------------------------------------------------------------------AGGTGAACTTGCGGAAGGATCAT------------
CGATCCTTTTGTAGTTCATGAG-----------------------------------------------------------------------------AGGTGAATCTGCGGAAGGATC--------------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACTTGCGGAAGGATCATTAAC--------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACCTGCGGAAGGATC--------------
---TCC--TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGATTGGGTGTTCATCCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------T---------GATTTCCGTAGGTGAACCTGCG----------------------
---TCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGAAGATCGGAAGAGCGGT
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
AGATCCTTTTGTAGTTCAT------G----------------------------------------------------------------AGCGTCCGTAGGTGAACTTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCAT------G----------------------------------------------------------------GGTTTCCGTAGGTGAACTTGC-----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGATT--GGGTGTTCACGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----AAAGGTTTCCGTAGGTGAACTTGCGAGGGAA----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------T----------GTTTCCGTAGGTGAACCTGCGGAAGG-----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----CAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
GGATCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------GTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGA--------------------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TAA-CA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
---------------TCATGAGCGTGA-----------------------------------------------------TGA-TTGGGTGGTTTCCGTAGGTGAACCTGCG----------------------
-------TTTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TG-TTTCCGTAGGTGAACCTGCA----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TGGTTTTCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------TGA---------TTTCCGTAGGTGAACCTGCGGAAGGATCA-------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-----AAGGTTTCCGTAGGTGAACTTGCGAGGGA-----------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TT---------GGGTAGGTGAACTTGCGGAAGGATCATTAA---------
--------TTGTAGTTCATGAGCGTGA---------------------------------------------------------------GGTTTCCGTAGGTGAACCTGCGGA--------------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TTC-AAGGTTTCCGTAGGTGAACTTGCGGAA-------------------
---TCCTTTTGTAGTTCATG----A----------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGG-----------------
--------TTGTAGTTCATGAGCGT----------------------------------------------------GAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
--ATCCTTTTGTAGTTCATGGTAA------------------------------------------------------AAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGAT---------------
--TTCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGATGATTGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
---TTCCTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA----------
--ATCCTTTTGTAGTTCATGT----------------------------------------------------------------AACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
-GATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTG----------------------------------------------------------TAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGATA--------------
--------TTGTAGTTCATGAGCGTGGTA------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGAT---------------
-----------TAGTTCATGAGCGTGATGA-----------------------------------------------TTAGTCGTAACAAGGTTTCCGTAGGTGAACCTGTGGAAGGATC--------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCG----------------------

Group 15140 18S rRNA (C462) SNORD14 (aka U14)
Group 57159 SNORD95 (aka U95) 28S rRNA (C2811)
Group 62834 SNORD10 (mgU6-77) U6 snRNA (C77)
Group 62528 & 62534, U13 and 18S. 

                  18S rRNA (C462)                       SNORD14 (aka U14)
                      *
..................((((((((((((((.........................)))))))))))))).................

---------------ACCACATCCAAGGAAGGCAGC-------------TGGCAACACCTTCCTTGGATGTCTGAGAAACGGCT----
------------------ACATCCAAGGAAGGCAGCAGGTGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCCGG--------
-------------------CATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCCAGTTCTTCCTTGGATGT-----------------
--------------TACCACATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCG----------
------------------ACATCCAAGGAAGGCAGCAGGCGCG---TGTTGGGTAAACCTTCCTTGGATGTCTGA-------------
------------------ACATCCAAGGAAGGCAGCAG----------TTGGCCAGTTCTTCCTTGGATGT-----------------
------------------ACATCCAAGGAAGGCAGCA------------TGGCAACACCTTCCTTGGATGT-----------------
TCACAATGAACGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTGAC--------
---------TCGGCTACCACATCCAAGGAAGGCCAG--------------------TTCTTCCTTGGATGTCT---------------
------------------ACATCCAAGGAAGGCAGT------------------------TCCTTGGATGTCTGAGCACGGCCGGT--
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---------------ACCACATCCAAGGAAGG----------------------------CACTTGGATGTCTGAGTG--AT------

                SNORD95 (aka U95)                28S rRNA (C2811)
                                                       *
..................(((((((((((.......................)))))))))))...................

--TTGGGCGGTGATGACCCCAACATGCCATCTGAGTGTCGGTGAACAGCCTCTGGCATGTTGGA------------------
GTCGGCAAGCCGGTGACCCCAACATGCCATCTGA-----------CAGCCTCTGGCATGTTGGAACAA--------------
-TATAC--TTACCTGACCCCAACATGCCATCA---------------GCCTCTGGCATGTTGGAACAATGTAGGT-------
----------TGATGACCCCAACATGCCATCTGAGTG----TCGGTAGCCTCTGGCATGTTGG-------------------
----------TTGGAACCCCAACATTCCATCTA--------GC------CTCTGGCATGTTGGAACAATGTAGGTAAGGGGG
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGG---
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGG--
---AGG--GGTGATGACCTCAACATGCCATCTG--------TGAACAGCCTCTGGCATGTTGGAACAA--------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGT-------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAAC----------------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGGA-
------------ATGACCCCAACATGCCATCTG--------C----C---TCTGGCATGTTGGAACAATGTAG---------

                SNORD10 (mgU6-77)                                     U6 snRNA (C77)
                                                                           *
..................((((((((((...........................................)))))))))).....................

-----GTGATGGAGCCCATGCGTGTCATCTGAGCCGC------------------------------AAGGATGACACGCAA--AGATCGGAAGAGCGGT--
-----------------ATGCGTGTCATCTGAGCCTCTGGCCC-------------------TGCGCAAGGATGACACGCAAATAGATCGGAAGAGCGG---
---------------CCATGCGTGCCATCTGAGCC--------------------------------AAGGATGACACGCAAATTCG---------------
----------------------TGTCATCTGAGCCTCTGGCTTCCC---TTAGCATGGCCTTTGCGCAAGGATGACA-------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGA------T---------GGTTCCTGCGCAAGGATGACACGCAAAACC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTTCCCT---------GGCCCCTGCGCAAGGATGACACGCA---------------------
----------------------TGTCATCTGAGCCTCTGGTAG-CAT---------GGCCCCTGCGCAAGGATGACA-------------------------
--------------------CGTGTCATCTGAGCCTCTGGCTTCCCTGCTAGC-ATGGCCCCTGCGTAAGGATGACACG-----------------------
-----------------------GTCATCTGAGCCTCTGGCTTCCCTGCTTAGCATGGCCCCTGCGCAAGGATGACA-------------------------
GCTCTGTGATGGAGCCCATGCGTGTCATCTGAGCCTC------------------TGGCCCCTGCGCAAGGATGACACGC----------------------
--------ATGGAGTCCATGCGTGTCATCTCGATACAGAGAAG-----TTAGC-ATGGCCCCTGCGCATACTAA----------------------------
-------------------GCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-CAGGCCCCTGCGCAAGGATGACACGCA---------------------
------------------TG------CTCTGTG---ATGGAGC-----CATGCGATGGCCCCTGCGCAAGGATGACA-------------------------
----------------------TGTCATCTGAGCCTCTGGTT--------AGC-ATGGCCCCTGTGCAAGGATGACACGCAAATTC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACAC------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-- --CC----ATGGCCCCTGCGCAAGGATGACACGAA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGG---------------TGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGATT-----GC----ATGGCCCCTGCGCAAGGATGACA-------------------------

   
 U13 snoRNA region 1                                     U13 snoRNA region 2   18S rRNA region 2      18S rRNA region 1
..(((((((((((((((((........................................(((((((((((((((......)))))))))))))))......)))))).)))))))))))..

                           -------------GGAGCCATGTGCCACCCTTGAACCTTGTTACGACGTGGGAGTCGTAACAAGGTTTCC------------------------
                           ------------------------------TTGAACCTTGTTACGACA----AGTCGTAACAAGGTTTCC------------------------
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATCA
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATC-
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGA----------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------

--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAATT--------------------------
--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAAT---------------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------T---GCGTAACAAGGTTTCCGTAGGTGAACTTGCGGA--------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
----------GTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACTTGCGGAAGGATC--------------
-----------TAGTTCATGAGCGTGA--------------------------------------------------T-----------------GCGTAGGTGAACTTGCGGAAGGTTTC-------------
-----TTTTTGTAGTTCATGAGCGT----------------------------------------------------------------------------GTGAACCTGCGGAAGGATC--------------
------TTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATCATTAAG--------
-----CTTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCATGAT-----------------------------------------------------------------------------AGGTGAACTTGCGGAAGGATCAT------------
CGATCCTTTTGTAGTTCATGAG-----------------------------------------------------------------------------AGGTGAATCTGCGGAAGGATC--------------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACTTGCGGAAGGATCATTAAC--------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACCTGCGGAAGGATC--------------
---TCC--TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGATTGGGTGTTCATCCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------T---------GATTTCCGTAGGTGAACCTGCG----------------------
---TCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGAAGATCGGAAGAGCGGT
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
AGATCCTTTTGTAGTTCAT------G----------------------------------------------------------------AGCGTCCGTAGGTGAACTTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCAT------G----------------------------------------------------------------GGTTTCCGTAGGTGAACTTGC-----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGATT--GGGTGTTCACGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----AAAGGTTTCCGTAGGTGAACTTGCGAGGGAA----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------T----------GTTTCCGTAGGTGAACCTGCGGAAGG-----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----CAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
GGATCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------GTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGA--------------------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TAA-CA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
---------------TCATGAGCGTGA-----------------------------------------------------TGA-TTGGGTGGTTTCCGTAGGTGAACCTGCG----------------------
-------TTTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TG-TTTCCGTAGGTGAACCTGCA----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TGGTTTTCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------TGA---------TTTCCGTAGGTGAACCTGCGGAAGGATCA-------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-----AAGGTTTCCGTAGGTGAACTTGCGAGGGA-----------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TT---------GGGTAGGTGAACTTGCGGAAGGATCATTAA---------
--------TTGTAGTTCATGAGCGTGA---------------------------------------------------------------GGTTTCCGTAGGTGAACCTGCGGA--------------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TTC-AAGGTTTCCGTAGGTGAACTTGCGGAA-------------------
---TCCTTTTGTAGTTCATG----A----------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGG-----------------
--------TTGTAGTTCATGAGCGT----------------------------------------------------GAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
--ATCCTTTTGTAGTTCATGGTAA------------------------------------------------------AAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGAT---------------
--TTCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGATGATTGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
---TTCCTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA----------
--ATCCTTTTGTAGTTCATGT----------------------------------------------------------------AACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
-GATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTG----------------------------------------------------------TAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGATA--------------
--------TTGTAGTTCATGAGCGTGGTA------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGAT---------------
-----------TAGTTCATGAGCGTGATGA-----------------------------------------------TTAGTCGTAACAAGGTTTCCGTAGGTGAACCTGTGGAAGGATC--------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCG----------------------

18S	  rRNA	  
	  
	  
	  
	  
	  
	  
U13	  snoRNA	  

B	  

D	  

C	  

E	  

The examples below are made from HEK293_1. The mouse dataset contains more reads. 

Find a new example (best from the orphan list), with PARIS support from both human and mouse. 
Make a table for potential new interactions. 

Map the reads again to a combination of ncRNAs and mRNAs. and look for interactions between ncRNAs and mRNAs. Exclude introns in this analysis. 

Make the U1:U6 example, with both human and mouse PARIS data. 

The modification target of U3, U8 and U13, if any, are still unknown. Check this out. 

Group 15140 18S rRNA (C462) SNORD14 (aka U14), did not find mouse data for this one.
Group 57159 SNORD95 (aka U95) 28S rRNA (C2811), also in mouse
Group 62834 SNORD10 (mgU6-77) U6 snRNA (C77), also in mouse
Group 62528 & 62534, U13 and 18S, also in mouse. 
human and mouse 28S and snoU83B

                  18S rRNA (C462)                       SNORD14 (aka U14)
                      *
..................((((((((((((((.........................)))))))))))))).................

---------------ACCACATCCAAGGAAGGCAGC-------------TGGCAACACCTTCCTTGGATGTCTGAGAAACGGCT----
------------------ACATCCAAGGAAGGCAGCAGGTGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCCGG--------
-------------------CATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCCAGTTCTTCCTTGGATGT-----------------
--------------TACCACATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCG----------
------------------ACATCCAAGGAAGGCAGCAGGCGCG---TGTTGGGTAAACCTTCCTTGGATGTCTGA-------------
------------------ACATCCAAGGAAGGCAGCAG----------TTGGCCAGTTCTTCCTTGGATGT-----------------
------------------ACATCCAAGGAAGGCAGCA------------TGGCAACACCTTCCTTGGATGT-----------------
TCACAATGAACGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTGAC--------
---------TCGGCTACCACATCCAAGGAAGGCCAG--------------------TTCTTCCTTGGATGTCT---------------
------------------ACATCCAAGGAAGGCAGT------------------------TCCTTGGATGTCTGAGCACGGCCGGT--
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---------------ACCACATCCAAGGAAGG----------------------------CACTTGGATGTCTGAGTG--AT------

                SNORD95 (aka U95)                28S rRNA (C2811)
                                                       *
..................(((((((((((.......................)))))))))))...................

--TTGGGCGGTGATGACCCCAACATGCCATCTGAGTGTCGGTGAACAGCCTCTGGCATGTTGGA------------------
GTCGGCAAGCCGGTGACCCCAACATGCCATCTGA-----------CAGCCTCTGGCATGTTGGAACAA--------------
-TATAC--TTACCTGACCCCAACATGCCATCA---------------GCCTCTGGCATGTTGGAACAATGTAGGT-------
----------TGATGACCCCAACATGCCATCTGAGTG----TCGGTAGCCTCTGGCATGTTGG-------------------
----------TTGGAACCCCAACATTCCATCTA--------GC------CTCTGGCATGTTGGAACAATGTAGGTAAGGGGG
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGG---
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGG--
---AGG--GGTGATGACCTCAACATGCCATCTG--------TGAACAGCCTCTGGCATGTTGGAACAA--------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGT-------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAAC----------------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGGA-
------------ATGACCCCAACATGCCATCTG--------C----C---TCTGGCATGTTGGAACAATGTAG---------

                SNORD10 (mgU6-77)                                     U6 snRNA (C77)
                                                                           *
..................((((((((((...........................................)))))))))).....................

-----GTGATGGAGCCCATGCGTGTCATCTGAGCCGC------------------------------AAGGATGACACGCAA--AGATCGGAAGAGCGGT--
-----------------ATGCGTGTCATCTGAGCCTCTGGCCC-------------------TGCGCAAGGATGACACGCAAATAGATCGGAAGAGCGG---
---------------CCATGCGTGCCATCTGAGCC--------------------------------AAGGATGACACGCAAATTCG---------------
----------------------TGTCATCTGAGCCTCTGGCTTCCC---TTAGCATGGCCTTTGCGCAAGGATGACA-------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGA------T---------GGTTCCTGCGCAAGGATGACACGCAAAACC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTTCCCT---------GGCCCCTGCGCAAGGATGACACGCA---------------------
----------------------TGTCATCTGAGCCTCTGGTAG-CAT---------GGCCCCTGCGCAAGGATGACA-------------------------
--------------------CGTGTCATCTGAGCCTCTGGCTTCCCTGCTAGC-ATGGCCCCTGCGTAAGGATGACACG-----------------------
-----------------------GTCATCTGAGCCTCTGGCTTCCCTGCTTAGCATGGCCCCTGCGCAAGGATGACA-------------------------
GCTCTGTGATGGAGCCCATGCGTGTCATCTGAGCCTC------------------TGGCCCCTGCGCAAGGATGACACGC----------------------
--------ATGGAGTCCATGCGTGTCATCTCGATACAGAGAAG-----TTAGC-ATGGCCCCTGCGCATACTAA----------------------------
-------------------GCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-CAGGCCCCTGCGCAAGGATGACACGCA---------------------
------------------TG------CTCTGTG---ATGGAGC-----CATGCGATGGCCCCTGCGCAAGGATGACA-------------------------
----------------------TGTCATCTGAGCCTCTGGTT--------AGC-ATGGCCCCTGTGCAAGGATGACACGCAAATTC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACAC------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-- --CC----ATGGCCCCTGCGCAAGGATGACACGAA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGG---------------TGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGATT-----GC----ATGGCCCCTGCGCAAGGATGACA-------------------------

   
 U13 snoRNA region 1                                     U13 snoRNA region 2   18S rRNA region 2      18S rRNA region 1
..(((((((((((((((((........................................(((((((((((((((......)))))))))))))))......)))))).)))))))))))..

                           -------------GGAGCCATGTGCCACCCTTGAACCTTGTTACGACGTGGGAGTCGTAACAAGGTTTCC------------------------
                           ------------------------------TTGAACCTTGTTACGACA----AGTCGTAACAAGGTTTCC------------------------
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATCA
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATC-
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGA----------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------

--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAATT--------------------------
--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAAT---------------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------T---GCGTAACAAGGTTTCCGTAGGTGAACTTGCGGA--------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
----------GTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACTTGCGGAAGGATC--------------
-----------TAGTTCATGAGCGTGA--------------------------------------------------T-----------------GCGTAGGTGAACTTGCGGAAGGTTTC-------------
-----TTTTTGTAGTTCATGAGCGT----------------------------------------------------------------------------GTGAACCTGCGGAAGGATC--------------
------TTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATCATTAAG--------
-----CTTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCATGAT-----------------------------------------------------------------------------AGGTGAACTTGCGGAAGGATCAT------------
CGATCCTTTTGTAGTTCATGAG-----------------------------------------------------------------------------AGGTGAATCTGCGGAAGGATC--------------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACTTGCGGAAGGATCATTAAC--------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACCTGCGGAAGGATC--------------
---TCC--TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGATTGGGTGTTCATCCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------T---------GATTTCCGTAGGTGAACCTGCG----------------------
---TCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGAAGATCGGAAGAGCGGT
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
AGATCCTTTTGTAGTTCAT------G----------------------------------------------------------------AGCGTCCGTAGGTGAACTTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCAT------G----------------------------------------------------------------GGTTTCCGTAGGTGAACTTGC-----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGATT--GGGTGTTCACGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----AAAGGTTTCCGTAGGTGAACTTGCGAGGGAA----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------T----------GTTTCCGTAGGTGAACCTGCGGAAGG-----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----CAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
GGATCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------GTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGA--------------------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TAA-CA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
---------------TCATGAGCGTGA-----------------------------------------------------TGA-TTGGGTGGTTTCCGTAGGTGAACCTGCG----------------------
-------TTTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TG-TTTCCGTAGGTGAACCTGCA----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TGGTTTTCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------TGA---------TTTCCGTAGGTGAACCTGCGGAAGGATCA-------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-----AAGGTTTCCGTAGGTGAACTTGCGAGGGA-----------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TT---------GGGTAGGTGAACTTGCGGAAGGATCATTAA---------
--------TTGTAGTTCATGAGCGTGA---------------------------------------------------------------GGTTTCCGTAGGTGAACCTGCGGA--------------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TTC-AAGGTTTCCGTAGGTGAACTTGCGGAA-------------------
---TCCTTTTGTAGTTCATG----A----------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGG-----------------
--------TTGTAGTTCATGAGCGT----------------------------------------------------GAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
--ATCCTTTTGTAGTTCATGGTAA------------------------------------------------------AAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGAT---------------
--TTCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGATGATTGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
---TTCCTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA----------
--ATCCTTTTGTAGTTCATGT----------------------------------------------------------------AACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
-GATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTG----------------------------------------------------------TAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGATA--------------
--------TTGTAGTTCATGAGCGTGGTA------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGAT---------------
-----------TAGTTCATGAGCGTGATGA-----------------------------------------------TTAGTCGTAACAAGGTTTCCGTAGGTGAACCTGTGGAAGGATC--------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCG----------------------

                                                                                                ****
snoU83B human GCTGTTCAGTGATGAGGCCTGGAATGTGCGCTGGGCACAGCGCCCGAGACAGACTGCGGAACCGTTCCTTGTTGCCTTCCTTCTGAGAACAGC
snoU83B mouse GCTGTTCTGTGATGAGGCTCTGGAATGTGCGCTGGGCACAGCGCCCGAGAGAGACTGAGGAATTATTCCCTGTTGCCTTCCTTCTGAGAACAGC

              (((((((...((.(((((..((((((.((((((....))))))(((((.....)).)))...)))))).....)))))...))...)))))))
 
                  human 28S (human A468)                           SNOU83B(HEK)          
                         *
---------------------AAGGAAGGCAGCAGGCGC---------CGAGACAGACTGCGGAACCGTTCCTTGTTGC--------------------
---------------------AAGGAAGGCAGCAGGCGC---------CGAGACAGACTGCGGAACCGTT-----------------------------
---------------------AAGGAAGGCAGCAGGCGCGCA---------------------AACCGTTCCTTGTTGCCTTCCTGC------------
---------------ACATCCAAGGAAGGCAGCAGGCGCGCA---------------------AACCGTTCCTTGTTGCCTTCCTTCTGCGCCCGAGAC
---------------ACATCCAAGGAAGGCAGCAGGCGCACA---------------------AACCGTTCCTTGTTGCCTTCCTTCTGCGCCCGAGAC
.....................(((((((((((((((.(.((..........................)).)))))))))))))))).............

                  mouse 28S (human A468)                           snoU83B (mES)
                         *
----------------------AGGAAGGCAGCAGGCGCGC-AATTACC---------------------CGCGCTTGCCTTCC--
----------------------AGGAAGGCAGCAGGCGCGC-AATTACC---------------------CGCGCTTGCCTTCC--
---------------------AAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG--TTATTCCCTGTTGCCTTCCT-
---------------------AAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG--TTATTCCCTGTTGCCTTCCT-
---------------------AAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG--TTATTCCCTGTTGCCTTCCT-
----TTCCGGCTACCACATCCAAGGAAGGC-------------------------------------ATTCCCTGTTGCCTTCCTT
----TTCCGGCTACCACATCCAAGGAAGGC-------------------------------------ATTCCCTGTTGCCTTCCTT
----TTCCGGCTACCACATCCAAGGAAGGC-------------------------------------ATTCCCTGTTGCCTTCCTT
......................((((((((((((((...................................)))))))))))))).

Additional base pairing in mouse 28S:snoU83B complex

-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
TGAGAAACGGCTACCACATCCAAGGAAGGC-----GCGCGC-----------CGCTCTGGAATGTGCGCTGGGCACA
TGAGAAACGGCTACCACATCCAAGGAAGGC-----GCGCGC-----------CGCTCTGGAATGTGCGCTGGGCACA
TGAGAAACGGCTACCACATCCAAGGAAGGC-----GCGCGC-----------CGCTCTGGAATGTGCGCTGGGCACA
.......((((...((((((((...................................))).))))).))))......

Mouse 28S and snoU83B interactions assembled together (mouse 28S & snoU83B)
TGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG&ATGTCGCCTTGGAATGTGCGCTGGGCACAGCGCCCGAGAGAGACTGAGGAATTATTCCCTGTTGCCTTCCTTCTGAGAACAGC
.......((((...((((((((((((((((((((((...........................&.........))).))))).))))..................................))))))))))))))............

The examples below are made from HEK293_1. The mouse dataset contains more reads. 

Find a new example (best from the orphan list), with PARIS support from both human and mouse. 
Make a table for potential new interactions. 

Map the reads again to a combination of ncRNAs and mRNAs. and look for interactions between ncRNAs and mRNAs. Exclude introns in this analysis. 

Make the U1:U6 example, with both human and mouse PARIS data. 

The modification target of U3, U8 and U13, if any, are still unknown. Check this out. 

Group 15140 18S rRNA (C462) SNORD14 (aka U14), did not find mouse data for this one.
Group 57159 SNORD95 (aka U95) 28S rRNA (C2811), also in mouse
Group 62834 SNORD10 (mgU6-77) U6 snRNA (C77), also in mouse
Group 62528 & 62534, U13 and 18S, also in mouse. 
human and mouse 28S and snoU83B

                  18S rRNA (C462)                       SNORD14 (aka U14)
                      *
..................((((((((((((((.........................)))))))))))))).................

---------------ACCACATCCAAGGAAGGCAGC-------------TGGCAACACCTTCCTTGGATGTCTGAGAAACGGCT----
------------------ACATCCAAGGAAGGCAGCAGGTGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCCGG--------
-------------------CATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCCAGTTCTTCCTTGGATGT-----------------
--------------TACCACATCCAAGGAAGGCAGCAGGCGCGCAA---TGGCAACACCTTCCTTGGATGTCTGAGCG----------
------------------ACATCCAAGGAAGGCAGCAGGCGCG---TGTTGGGTAAACCTTCCTTGGATGTCTGA-------------
------------------ACATCCAAGGAAGGCAGCAG----------TTGGCCAGTTCTTCCTTGGATGT-----------------
------------------ACATCCAAGGAAGGCAGCA------------TGGCAACACCTTCCTTGGATGT-----------------
TCACAATGAACGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTGAC--------
---------TCGGCTACCACATCCAAGGAAGGCCAG--------------------TTCTTCCTTGGATGTCT---------------
------------------ACATCCAAGGAAGGCAGT------------------------TCCTTGGATGTCTGAGCACGGCCGGT--
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---TGAGAAATGGCTACCACATCCAAGGAAGG----------------------------TCCTTGGATGTCTGAGTG--ATCGTTTT
---------------ACCACATCCAAGGAAGG----------------------------CACTTGGATGTCTGAGTG--AT------

                SNORD95 (aka U95)                28S rRNA (C2811)
                                                       *
..................(((((((((((.......................)))))))))))...................

--TTGGGCGGTGATGACCCCAACATGCCATCTGAGTGTCGGTGAACAGCCTCTGGCATGTTGGA------------------
GTCGGCAAGCCGGTGACCCCAACATGCCATCTGA-----------CAGCCTCTGGCATGTTGGAACAA--------------
-TATAC--TTACCTGACCCCAACATGCCATCA---------------GCCTCTGGCATGTTGGAACAATGTAGGT-------
----------TGATGACCCCAACATGCCATCTGAGTG----TCGGTAGCCTCTGGCATGTTGG-------------------
----------TTGGAACCCCAACATTCCATCTA--------GC------CTCTGGCATGTTGGAACAATGTAGGTAAGGGGG
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGG---
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGG--
---AGG--GGTGATGACCTCAACATGCCATCTG--------TGAACAGCCTCTGGCATGTTGGAACAA--------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGT-------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAAC----------------
------------ATGACCCCAACATGCCATCTG--------A----AGCCTCTGGCATGTTGGAACA---------------
-TGGGC--GGTGATGACCCCAACATGCCATCTG--------T---------CTGGCATGTTGGAACAATGTAGGTAAGGGA-
------------ATGACCCCAACATGCCATCTG--------C----C---TCTGGCATGTTGGAACAATGTAG---------

                SNORD10 (mgU6-77)                                     U6 snRNA (C77)
                                                                           *
..................((((((((((...........................................)))))))))).....................

-----GTGATGGAGCCCATGCGTGTCATCTGAGCCGC------------------------------AAGGATGACACGCAA--AGATCGGAAGAGCGGT--
-----------------ATGCGTGTCATCTGAGCCTCTGGCCC-------------------TGCGCAAGGATGACACGCAAATAGATCGGAAGAGCGG---
---------------CCATGCGTGCCATCTGAGCC--------------------------------AAGGATGACACGCAAATTCG---------------
----------------------TGTCATCTGAGCCTCTGGCTTCCC---TTAGCATGGCCTTTGCGCAAGGATGACA-------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGA------T---------GGTTCCTGCGCAAGGATGACACGCAAAACC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTTCCCT---------GGCCCCTGCGCAAGGATGACACGCA---------------------
----------------------TGTCATCTGAGCCTCTGGTAG-CAT---------GGCCCCTGCGCAAGGATGACA-------------------------
--------------------CGTGTCATCTGAGCCTCTGGCTTCCCTGCTAGC-ATGGCCCCTGCGTAAGGATGACACG-----------------------
-----------------------GTCATCTGAGCCTCTGGCTTCCCTGCTTAGCATGGCCCCTGCGCAAGGATGACA-------------------------
GCTCTGTGATGGAGCCCATGCGTGTCATCTGAGCCTC------------------TGGCCCCTGCGCAAGGATGACACGC----------------------
--------ATGGAGTCCATGCGTGTCATCTCGATACAGAGAAG-----TTAGC-ATGGCCCCTGCGCATACTAA----------------------------
-------------------GCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-CAGGCCCCTGCGCAAGGATGACACGCA---------------------
------------------TG------CTCTGTG---ATGGAGC-----CATGCGATGGCCCCTGCGCAAGGATGACA-------------------------
----------------------TGTCATCTGAGCCTCTGGTT--------AGC-ATGGCCCCTGTGCAAGGATGACACGCAAATTC----------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-----CCTGC-ATGGCCCCTGCGCAAGGATGACAC------------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGCTT-- --CC----ATGGCCCCTGCGCAAGGATGACACGAA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGG---------------TGGCCCCTGCGCAAGGATGACACGCA---------------------
-----------------ATGCGTGTCATCTGAGCCTCTGGATT-----GC----ATGGCCCCTGCGCAAGGATGACA-------------------------

   
 U13 snoRNA region 1                                     U13 snoRNA region 2   18S rRNA region 2      18S rRNA region 1
..(((((((((((((((((........................................(((((((((((((((......)))))))))))))))......)))))).)))))))))))..

                           -------------GGAGCCATGTGCCACCCTTGAACCTTGTTACGACGTGGGAGTCGTAACAAGGTTTCC------------------------
                           ------------------------------TTGAACCTTGTTACGACA----AGTCGTAACAAGGTTTCC------------------------
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATCA
                           -----------------TCATACG-CTTGTGTGAGACGTGC------------------CCAAAGTTTCCGTAGGTGAACCTGCGGAAGGATC-
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGA----------------
                           ---------------------CC---ACCCTTGAACCTTGT------------------TCAAGGTTTCCGTAGGTGAAC--------------

--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAATT--------------------------
--------TTGTAGTTCATGAGCGTGATGATTGGGTGTT-------------------------------------AAAAGTCGTAACAAGGTTTCCGTAGGTGAAT---------------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------T---GCGTAACAAGGTTTCCGTAGGTGAACTTGCGGA--------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
TGATCCTTTTGTAGTTCATGAGCGTGA--------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGG---------------------
----------GTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACTTGCGGAAGGATC--------------
-----------TAGTTCATGAGCGTGA--------------------------------------------------T-----------------GCGTAGGTGAACTTGCGGAAGGTTTC-------------
-----TTTTTGTAGTTCATGAGCGT----------------------------------------------------------------------------GTGAACCTGCGGAAGGATC--------------
------TTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATCATTAAG--------
-----CTTTTGTAGTTCATGAGCGTGA---------------------------------------------------------------------CGTAGGTGAACCTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCATGAT-----------------------------------------------------------------------------AGGTGAACTTGCGGAAGGATCAT------------
CGATCCTTTTGTAGTTCATGAG-----------------------------------------------------------------------------AGGTGAATCTGCGGAAGGATC--------------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACTTGCGGAAGGATCATTAAC--------
---TCCTTTTGTAGTTCATGA-------------------------------------------------------------------------------GGTGAACCTGCGGAAGGATC--------------
---TCC--TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGATTGGGTGTTCATCCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------T---------GATTTCCGTAGGTGAACCTGCG----------------------
---TCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGAAGATCGGAAGAGCGGT
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCAT------GA-----------------------------------------------------A---------GGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
AGATCCTTTTGTAGTTCAT------G----------------------------------------------------------------AGCGTCCGTAGGTGAACTTGCGGAAGGATC--------------
--TTCCTTTTGTAGTTCAT------G----------------------------------------------------------------GGTTTCCGTAGGTGAACTTGC-----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGATT--GGGTGTTCACGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----AAAGGTTTCCGTAGGTGAACTTGCGAGGGAA----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------T----------GTTTCCGTAGGTGAACCTGCGGAAGG-----------------
---TCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------TG-----CAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
GGATCCTTTTGTAGTTCATGAGCGTGA-----------------------------------------------------GTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGA--------------------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
----------GTAGTTCATGAGCGGGA-----------------------------------------------------TGA------AGGTTTCCGTAGGTGAACTTGCGGAAGGTCAGAA-----------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TAA-CA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
---------------TCATGAGCGTGA-----------------------------------------------------TGA-TTGGGTGGTTTCCGTAGGTGAACCTGCG----------------------
-------TTTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TG-TTTCCGTAGGTGAACCTGCA----------------------
---------TGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-T----TGGTTTTCGTAGGTGAACCTGCGGAAGGATC--------------
--ATCCTTTTGTAGTTCATTAGCGTGA-----------------------------------------------------TGA---------TTTCCGTAGGTGAACCTGCGGAAGGATCA-------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-----AAGGTTTCCGTAGGTGAACTTGCGAGGGA-----------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TT---------GGGTAGGTGAACTTGCGGAAGGATCATTAA---------
--------TTGTAGTTCATGAGCGTGA---------------------------------------------------------------GGTTTCCGTAGGTGAACCTGCGGA--------------------
--------TTGTAGTTCATGAGCGTGA-----------------------------------------------------TGA-TTC-AAGGTTTCCGTAGGTGAACTTGCGGAA-------------------
---TCCTTTTGTAGTTCATG----A----------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGG-----------------
--------TTGTAGTTCATGAGCGT----------------------------------------------------GAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
--ATCCTTTTGTAGTTCATGGTAA------------------------------------------------------AAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGAT---------------
--TTCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGA---AGGTTTCCGTAGGTGAACTTGCGGAAGGATC--------------
TGATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGATGATTGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
---TTCCTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTA----------
--ATCCTTTTGTAGTTCATGT----------------------------------------------------------------AACAAGGTTTCCGTAGGTGAACCTGCGGAAGGA----------------
-GATCCTTTTGTAGTTCATGAGCG-----------------------------------------------------------TGAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATC--------------
--------TTGTAGTTCATGAGCGTG----------------------------------------------------------TAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGATA--------------
--------TTGTAGTTCATGAGCGTGGTA------------------------------------------------AAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGAT---------------
-----------TAGTTCATGAGCGTGATGA-----------------------------------------------TTAGTCGTAACAAGGTTTCCGTAGGTGAACCTGTGGAAGGATC--------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCGGAAGGA----------------
------------TGATCCTTTTGTAGTTCA-----------------------------------------------TAAGTCGTAACAAGGTTTCCGTAGGTGAACTTGCG----------------------

                                                                                                ****
snoU83B human GCTGTTCAGTGATGAGGCCTGGAATGTGCGCTGGGCACAGCGCCCGAGACAGACTGCGGAACCGTTCCTTGTTGCCTTCCTTCTGAGAACAGC
snoU83B mouse GCTGTTCTGTGATGAGGCTCTGGAATGTGCGCTGGGCACAGCGCCCGAGAGAGACTGAGGAATTATTCCCTGTTGCCTTCCTTCTGAGAACAGC

              (((((((...((.(((((..((((((.((((((....))))))(((((.....)).)))...)))))).....)))))...))...)))))))
 
                  human 28S (human A468)                           SNOU83B(HEK)          
                         *
---------------------AAGGAAGGCAGCAGGCGC---------CGAGACAGACTGCGGAACCGTTCCTTGTTGC--------------------
---------------------AAGGAAGGCAGCAGGCGC---------CGAGACAGACTGCGGAACCGTT-----------------------------
---------------------AAGGAAGGCAGCAGGCGCGCA---------------------AACCGTTCCTTGTTGCCTTCCTGC------------
---------------ACATCCAAGGAAGGCAGCAGGCGCGCA---------------------AACCGTTCCTTGTTGCCTTCCTTCTGCGCCCGAGAC
---------------ACATCCAAGGAAGGCAGCAGGCGCACA---------------------AACCGTTCCTTGTTGCCTTCCTTCTGCGCCCGAGAC
.....................(((((((((((((((.(.((..........................)).)))))))))))))))).............

                  mouse 28S (human A468)                           snoU83B (mES)
                         *
----------------------AGGAAGGCAGCAGGCGCGC-AATTACC---------------------CGCGCTTGCCTTCC--
----------------------AGGAAGGCAGCAGGCGCGC-AATTACC---------------------CGCGCTTGCCTTCC--
---------------------AAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG--TTATTCCCTGTTGCCTTCCT-
---------------------AAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG--TTATTCCCTGTTGCCTTCCT-
---------------------AAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG--TTATTCCCTGTTGCCTTCCT-
----TTCCGGCTACCACATCCAAGGAAGGC-------------------------------------ATTCCCTGTTGCCTTCCTT
----TTCCGGCTACCACATCCAAGGAAGGC-------------------------------------ATTCCCTGTTGCCTTCCTT
----TTCCGGCTACCACATCCAAGGAAGGC-------------------------------------ATTCCCTGTTGCCTTCCTT
......................((((((((((((((...................................)))))))))))))).

Additional base pairing in mouse 28S:snoU83B complex

-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
-------------------CCAAGGAAGGCAGCAGGCGCGCAA-----ATGTCGCCTTGGAATGTGC----------
TGAGAAACGGCTACCACATCCAAGGAAGGC-----GCGCGC-----------CGCTCTGGAATGTGCGCTGGGCACA
TGAGAAACGGCTACCACATCCAAGGAAGGC-----GCGCGC-----------CGCTCTGGAATGTGCGCTGGGCACA
TGAGAAACGGCTACCACATCCAAGGAAGGC-----GCGCGC-----------CGCTCTGGAATGTGCGCTGGGCACA
.......((((...((((((((...................................))).))))).))))......

Mouse 28S and snoU83B interactions assembled together (mouse 28S & snoU83B)
TGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCTACTCCCGACCCGG&ATGTCGCCTTGGAATGTGCGCTGGGCACAGCGCCCGAGAGAGACTGAGGAATTATTCCCTGTTGCCTTCCTTCTGAGAACAGC
.......((((...((((((((((((((((((((((...........................&.........))).))))).))))..................................))))))))))))))............

*	   *	  

*	  

*	  

*	  


